The complete mitochondrial genome of Lithobates sylvaticus (Anura: Ranidae).
The complete mitochondrial genome of Lithobates sylvaticus (Anura: Ranidae) was sequenced. The genome is a circular molecule of 17,343 bp in length and contains 13 protein-coding genes, 2 rRNA genes, 22 tRNA genes and a large non-coding region. The gene order and mitochondrial genome information of L. sylvaticus is similar to most other frogs. The overall AT content of L. sylvaticus mitochondrial DNA is 59.3%. In BI and MLtrees, we found L. sylvaticus is a sister clade to L. catesbeianus. The monophyly of Lithobates, Rana, Odorrana, Glandirana, Pelophylax, and Amolops is well supported, but the paraphyly of Babina is supported.